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The isolation and characterization of a lytic phage infecting Campylobacter jejuni
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Abstract Objective To isolate and identify a lytic Campylobacter jejuni phage from chicken feces
samples, analyze its biological properties, and provide the basic data for therapy as well as prevention. Methods
Campylobacter jejuni phages were isolated by the double-layer agar culture method from chicken faeces samples,
using Campylobacter jejuni NCTC11168 as an indicator. Its biological properties were identified by plaque,
transmission electron microscopy (TEM), genetic material, host range, optimal multiplicity of infection (MOI), one-
step growth experiment, pH, and thermostability. Results A bacteriophage of Campylobacter jejuni was successfully
isolated, and named as bacteriophage CP7. The morphology of plaque was round, transparent plaques with clear
boundaries. Each plaque was from Imm to 2mm in diameter. 13 strains of Campylobacter jejuni could be lysed by
CP7. Results of the electron microscope showed phages with a typical terminal bleb and an empty head. The phages
had a regular polyhedron symmetry head with a diameter of 80nm, a tail with length of approximately 100nm and
width of about 15nm, and a muscular sheath for shrinking. The phages belong to the family of Myoviridae. The
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genome of CP7 is ds DNA, which can be cut by restriction enzymes HindIIl, Hha I, Dra I, EcoRV,and Taq I .

The genome size of CP7 is about 140kb, belonging to the group III Campylobacter jejuni phage. Conclusion

CP7

is lytic bacteriophages specific for Campylobacter jejuni. The phage has a strong lysis ability, and can stably present
at different temperatures and pH spectrums, which shows its potency to be developed as a novel alternative for the

Campylobacter jejuni control.
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Fig. 1 Plaques of Campylobacter jejuni phage CP7
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